SUPPL. FIG2 | Estimating different amount of factors
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configuration_name mofa_result_name amount_of_factors | weighting_of_views scale_views mofa_result_name compare_factors
MI_v1 MI_v1_MOFA 20 FALSE TRUE MI_v1_MOFA Factor1,Factor2,Factor3,Factor4,Factor5
MI_v1 MI_v1_MOFA_10 10 FALSE TRUE MI_v1_MOFA_10 Factor1,Factor2,Factor3,Factor4,Factor5
MI_v1 MI_v1_MOFA_15 15 FALSE TRUE MI_v1_MOFA_15 Factor1,Factor2,Factor3,Factor4,Factor5
MI_v1 MI_v1_MOFA_25 25 FALSE TRUE MI_v1_MOFA_25 Factor1,Factor2,Factor3,Factor4,Factor5
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